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SEQUENCE LISTING 

<110> APPLIED RESEARCH SYSTEMS ARS HOLDING N.V. 

<120> NOVEL UBPSrp POLYPEPTIDES AND THEIR USE IN THE TREATMENT OF PSORIASIS 

<130> 886 WO 

<160> 79 

<170> Patentln version 3.1 

<210> 1 

<211> 7260 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> exon 

<222> (851) . . (1017) 

<223> exon 1 



<220> 

<221> Intron 

<222> (1018) . . (1046) 

<223> 

<220> 

<221> exon 

<222> (1047) . . (1675) 

<223> exon 2 



<220> 

<221> Intron 

<222> (1676) . . (1718) 

<223> 

<220> 

<221> exon 

<222> (1719) . . (2371) 

<223> exon 3 



<400> 1 

tgttatgtag tcttttgttt ggtctctccc 


ttagcataac 


gatgtttgag 


atgatgccat 


60 


tcattcattt ttgttgctga gcagctgccg 


agtattgttg 


gaatcccagt 


ttattcattg 


120 


gtttctgtgt ctccagttga tagacatgtg 


gattcctcca 


gttagggttt 


gttattaatg 


180 


aagccactat aaataactgc ttacaagtgt 


ggacttacat 


ttttatttct 


tttggataaa 


240 


tacgtatttg tggaattgct gggccatgtg 


gtaatagatg 


ggtaactgta 


taagaaactg 


300 


ccataccact ttacaaattg gctgccacat 


tttttgcatt 


cctaccagca 


atatcagaca 


360 


ttcctatttt ttccatattc ttgccagtgt 


taagacttat 


catatgtctt 


tttaacttta 


420 


tctgctctag gtgatgtgtg atggtttctc 


attgtggttt 


taacttgcac 


ttctttgatg 


480 


actagtattg tttgctatct tttcatgttc 


atctaagcga 


cttattacat 


atattttatg 


540 
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aactattttg caaattcaat gattaattcc agagactttt tcagaattcc ctagtgtttt 

ctacatatac aatgaagttg gtgacaaaga aagactttca tttcttcctt tcttatccat 

tgatcttttt tcttttaaaa ttattattat ttggtagaga tgaggtctca cttatcaggc 

tggtctcaaa ctcctgatct caagtgatcc tcccacctca gcctcccaaa atgcagggat 

tacaggcatg agccaccatg cctggtcctt gttgcactgg ttaggatgac tgttaggtgt 

ttaaacaaga atg atg aga get cac atg ttt gtt tac aag gaa ctt aaa 
Met Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys 
1 5 10 

caa att tac aag aaa aaa acc cat ccc cat caa aaa gtg ggc aaa gga 
Gin lie Tyr Lys Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly 
15 " 20 25 

tat aaa cag aca ctt etc aga gga aga cat tta cgt ggc caa gaa aca 
Tvr Lys Gin Thr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr 
30 35 40 45 

tat gaa aaa aag etc aca cac gta tat gaa ac gtgactgttt ataatcctat 
Tyr Glu Lys Lys Leu Thr His Val Tyr Glu Thr 
50 55 

ccaaaaaag a act gat ttc aag caa cag cag tat tac ttc cat tea ata 
Thr Asp Phe Lys Gin Gin Gin Tyr Tyr Phe His Ser lie 
60 65 

ctt qga cct gca aac ate aaa aaa gee act gga gaa act gaa cga etc 
Leu Gly Pro Ala Asn He Lys Lys Ala Thr Gly Glu Thr Glu Arg Leu 
70 75 80 85 

tct gaa age ctt aaa eta aga tat gaa gaa gtt gaa ate tgg aaa aaa 
Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val Glu He Trp Lys Lys 
90 95 100 

ctt gag gaa aag gac agg cag ggg gaa gca cag tgg eta caa caa aaa 
Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin Trp Leu Gin Gin Lys 
105 HO H5 

agg cag gaa aca gga aga gag gat ggc age atg ttg get aaa ggt tct 
Ara Gin Glu Thr Gly Arg Glu Asp Gly Ser Met Leu Ala Lys Gly Ser 
120 125 130 

ttg gag att gta ttg gat tec aaa gac aaa acc caa aag age aat ggt 
Leu Glu He Val Leu Asp Ser Lys Asp Lys Thr Gin Lys Ser Asn Gly 
135 140 145 

gaa aag aat gaa aaa tgt gag acc aaa gag aaa gga gca ate aca gca 
Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys Gly Ala He Thr Ala 
150 155 160 165 

aag gaa eta tac aca atg atg atg gat aaa aac ate age ttg att ata 
Lys Glu Leu Tyr Thr Met Met Met Asp Lys Asn He Ser Leu lie He 
170 175 180 

atg gat get caa aga atg cag gat tat cag gat tec tgt att tta cat 
Met Asp Ala Gin Arg Met Gin Asp Tyr Gin Asp Ser Cys He Leu His 
185 190 195 

tct etc agt gtt cct gaa aaa gee ate agt cca gga gtc act get age 
Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro Gly Val Thr Ala Ser 



600 
660 
720 
780 
840 
889 

937 

985 

1037 

1086 

1134 

1182 

1230 

1278 

1326 

1374 

1422 

1470 

1518 
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200 205 210 

too att gaa gca cac etc cca gat gat tct ata gat aca tgg aag aag 1566 
T» Se Glu Sa His Leu Pro Asp Asp Ser He Asp Thr Trp Lys Lys 

215 220 22 

agg ggg aat gtg gag tat atg gta ctt ctt gac tgg ttt agt tct gca 1614 
Arg Gly Asn Val Glu Tyr 
230 235 



aag aaa aat gtg gag tat atg gtd uli ull yau j — 

Arg Gly Asn Val Glu Tyr Met Val Leu Leu Asp Trp Phe Ser Ser Ala 

aaa gat tta cag att gga aca aca etc tgg cat ctg aaa gat gca ctt 
Lys Asp Leu Gin lie Gly Thr Thr Leu Trp His Leu Lys Asp Ala Leu 



1662 



250 



ttc aag tgg gaa a gtaaaactgt cctgtgcaat gggccttggg cctttggttt tag 1718 
Phe Lys Trp Glu 
265 



395 



400 405 



cag aat gaa aaa gtt att cct gat tgt tec ace aag cca gta gtt tec 
til Asn Glu Lys Val lie Pro Asp Cys Ser Thr Lys Pro Val Val Ser 
410 415 420 42* 

tct cca act etc atg tta aca gat gaa gaa aag get cat att cat gca 
Ser Pro Thr Leu Met Leu Thr Asp Glu Glu Lys Ala His He His Ala 
430 4 35 44U 

aaa act get ctt eta atg gag aaa aac aaa caa gaa aaa gaa ctt cag 
IS Thr Ala Leu Leu Mel Glu Lys Asn Lys Gin Glu Lys Glu Leu Gin 



1765 



1813 



1861 



1909 



ag gga ggc tat aaa aac tgg ttc ctt tgc tat tec cag tat aca aca 
lis Gly Gly Tyr Lys Asn Trp Phe Leu Cys Tyr Ser Gin Tyr Thr Thr 
270 275 ' 

aat act aag gtc act cca ccc cca caa cac cag aat gaa gag ttg tct 
Asn Ala Lys Val Thr Pro Pro Pro Gin His Gin Asn Glu Glu Leu Ser 
285 290 295 

ate tea ttg gat ttt act tat ccc tea ttg gaa gaa tea att cct tct 
lie Ser Leu Asp Phe Thr Tyr Pro Ser Leu Glu Glu Ser lie Pro Ser 
300 305 310 

aaa cct get gee gag atg cca cct cca cct ata aaa gtg gat gaa gac 
SI Pro Ala Ala Glu Met Pro Pro Pro Pro He Lys Val Asp Glu Asp 
Y 315 320 325 

ata gaa ttg ata agt gat caa ata agt gat aat gat caa aat gag agg 1957 
He Glu Leu He Ser Asp Gin lie Ser Asp Asn Asp Gin Asn Glu Arg 
330 335 340 345 

aca gga cca ctg aat ata tea att cca gtt gaa tea gtt get get tct 
Thr Gly Pro Leu Asn lie Ser He Pro Val Glu Ser Val Ala Ala Ser 
350 355 360 

aaa tct gat gtt tea ccc ate att cag cca gtg cct age ata aag aat 
Lys Ser Asp Val Ser Pro He He Gin Pro Val Pro Ser He Lys Asn 
y 365 370 375 

gtt cca cag att gat cat act aaa aaa ctg gca gtc aaa ttg cct gaa 
Val Pro Gin He Asp His Thr Lys Lys Leu Ala Val Lys Leu Pro Glu 
380 385 390 

aac cat ata ate aaa tct gaa agt aca aat cat gag caa cag tct cct 
Gil Ms He He Lys Ser Glu Ser Thr Asn His Glu Gin Gin Ser Pro 



2005 



2053 



2101 



2149 



2197 



2245 



2293 
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SEQ LIST 886 WO (UBP8rp) .txt 
450 455 



aaa aga cag caa ggg aaa cag aaa gaa act gag gag gga aga. aca cga 
III ITg Gin Gin Gl? Lys Gin Lys Glu Thr Glu Glu Gly Arg Thr Arg 
460 465 470 

gca aaa age caa aaa gaa aca aga age tga agaaaatgaa attacacaga 
Ala Lys Ser Gin Lys Glu Thr Arg Ser 
475 480 

agcaacaaaa agcaaaagaa gaaatggaga agaaagaacg tgaacaggee aagaaagagg 
ataaagaaat ctcagcaaag aagggcaaag aaataacaag agtaaaaaga caaagtaaaa 
gtgatcatga aacctctggt gecgagaagt ctgtagagga cagggggaga agatgttcaa 
ccccagaagt acagaaaaag tcaacaagag atgtgtccca tacatctgeg acaggggatt 
caggttcagg caagectttt aagattaaag gacaaccaga aactggaatt ctaaggacag 
aaacttttag agaggataca gatgatactt aaagaaataa aactcaacga gaaccttcga 
taatagcacg aagtgaagaa atggggagga tggtaccagg actgccttca ggctgggcca 
agtttcttga tccaatcact ggaacgtttc attattatca ttcaccacta acactgttca 
tatgtaccca ctggaaatgg ctccttcatc tgcacctcct tccacccctc, caactcataa 
aggcaageca cagattcctg ctaagcagga tagggaacct tccaaactga aatgetctta 
ctcctcccca gatataaccc aggctattca agaggaagee agcagtaact ccaacagtta 
atcaggaaga caagccaaca tgctacccta aagctgagat ctcaaggctt tctgcttctc 
agatttggaa actcaatcct gtttttggag gttctggacc agctcttact ggacttcgta 
acttaggaaa tacttgttat atgaactcaa tattgeagtg cctatgtaat cctccacatt 
tggctgatta tttcaaccga aactgttatc aggatgatat taacaagtca aatttgttag 
gggcataaag gtgaagtggc agaagaattt ggtataatca tgaaagcccc gtggacagga 
cagtatagat atatcagtcc aaaagacctt aaagtcacca ttgggaagat caattaccag 
tttgeaggat acagtcaaga ttcacaagaa tttcttctgt tcctaatgga tggtctccat 
gaagatctaa ataaaactga taatcggaag acatataaag aagaaaataa tgatcatctc 
aatgacttta aagctgeaga acatgectgg cagaaacaca ageggctcta tgagtctatt 
attgttgcac tttttcaggg tcaattcaaa tctacagtac agtgcctcac ccgtcacaaa 
aagtctagga cacttgaggc cttcatgtat ttgtctctac tgatagcatc cacaagtaaa 
tgtacattat aggattgect tagattattt tctaaagaag aaaaactcat agataataac 
agattttact gcaatctttg cagagctcga egggattett aaaaaagaaa tctggaagtt 
accacctgtg cttttagtgc atctgaaaca tttttcctac aatggcaggt ggaaacaaaa 
attacagaca tctgtggact tecegttaga aaatcttgee ttgtcacagt atgttattgg 
tccaaagaac aatttgaaga aatataattt gttttctgtt tcagatcact gcggtgggct 



2341 

2391 

2451 
2511 
2571 
2631 
2691 
2751 
2811 
2871 
2931 
2991 
3051 
3111 
3171 
3231 
3291 
3351 
3411 
3471 
3531 
3591 
3651 
3711 
3771 
3831 
3891 
3951 
4011 
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ggatggaggc 
tgatgatcat 
cctcttttat 
ttataaacta 
tagtggtagc 
gcactatata 
cacttacagg 
ttaactagct 
ttcactgtta 
gaatgatgtg 
atcgatatac 
tttttttctt 
aagctatttt 
taaatggaaa 
taaaaagctc 
atctcccacc 
gctgtggaga 
tgtggaagac 
tgggtatcta 
ttactgcagc 
tagatggata 
aatgagttca 
ctaacacggg 
atgacaacac 
gggggcaagg 
actatacgca 
taaaacaaag 
cagcactatt 
ggataaagaa 
agaaagttct 
aggcatcgtg 
acagccttcc 



cattacacag 
gaagtttctg 
acttctttgg 
gttatctttt 
aatagctggc 
attcctgtca 
taccatttat 
aagcattatt 
cagccttttc 
aagcagatag 
atagtttaac 
tgagcatatt 
tctgttggct 
cttcctttaa 
aatatcactg 
agtcagaatg 
aataggaaca 
agtgtggcca 
cccaaaggaa 
actatttaca 
aagaaaatgt 
tgtcctttgc 
aacagaaaac 
atggacacag 
gacgagaact 
tgtaacaaac 
caaattaaaa 
cacaatagca 
aatgtggcaa 
ccactcccag 
ggaaggtgaa 
tgggatacaa 



SEQ LIST 886 WO (UBP8rp) .txt 
cctactgtaa aaatgcagca aaacagcggt ggtttaagtt 



atatctctgt ttcttctgtg aaatcttcag cagcttatat 
gaccatgagt aactgatgta ggcacataag gagacatagg 
aaaaggctca gcaacacaat tcttgaaatg cttatcaaga 
catttagagg aattctagga cagtgggagc tgtgttacta 
gtggtgacaa ataacactta acaagtattg cagtaagcat 
ttcaaaacaa cttttttagt ctgctccaaa gttaaaataa 
attctactgg tctaaaaacc tttgtaccct ttttttcctt 
acatttctaa atcccatctt catatactat gaatactcta 
gaatgtatgt gtacatattt attgcatact tacacatcaa 
atgtggtcct ttcgtgaaac ttagaactca gaggattgca 
ttgagtaact gcagtgcttt cttagggaaa tgacagggca 
ttgggggcat ttgggtgcgc taaatcttta tcttaaaaaa 
ttttttaaaa tgagacatta aaatcttaat gagaaaaatt 
ctcattagag aaatgtaaat caaagccaca atgagatacc 
gtaattatta aaaagtcaag aaacaataga tgctggtgag 
cttttacact gttgttggga atgtaaacta gttcaaccat 
ttcctcagag atctagaacc agaaatacta tttgaccctt 
tataaatcat tctactataa agacacatgc acacgtatgt 
atagcaaaga cttggaacca acccaaatgt ccatcagtga 
ggtgcatacc accatggaat agtacacagc cagaaaaagg 
agggacatgg atgaagctgg aagtcatcat cctcagcaaa 
aaagcacctc atgttctcat tcctaagtga gagttgaaca 
ggaggggaac aacacatatc agggcctttt ggggagtgtg 
tagaggatgg gtcaataggt gcagcaaacc accatggcag 
ctgcaggttc tgcacatgta tcctggaacc taaagtaaaa 
aaagaaagcc catgtcttac atgtatgcat atgttcattg 
aagacatgga atcaacctaa atgtccatca atggtagact 
atatgctcta ccggcaggat ttgatggcgt gatgtctcac 
acatgggtcc ctcggcttcc tgccttggaa gcacagcagc 
gagcttccct aaggatgacc catccaagcc ggtccacctc 
ggctggcatg acccacatcg tgcgggaagt cgacaggcca 



4071 
4131 
4191 
4251 
4311 
4371 
4431 
4491 
4551 
4611 
4671 
4731 
4791 
4851 
4911 
4971 
5031 
5091 
5151 
5211 
5271 
5331 
5391 
5451 
5511 
5571 
5631 
5691 
5751 
5811 
5871 
5931 



WO 2005/024011 



6/37 



PCT/EP2004/052000 



ggatccaagg 
gtgggcattg 
gctgagcaca 
aagaaggcct 
gagaaggact 
cagatgcacc 
ggaggcactg 
gtgaaccaag 
ggctacaaaa 
ggcctgtgca 
gtacgtggtg 
ggctagggct 
gacctgtctg 
aatgactttg 
cacaagtcct 
attgacacct 
ttcatgggac 
cagatattgc 
agaaaatgtg 
tgtcctttgc 
aacagaaaac 
atggacacac 
agggagagg 



SEQ LIST 886 WO (UBP8rp) .txt 
ggaggtggtg gaggctgtga ccattgtgga 



tgaacaagaa 

tgggctgcgt ggaaacccct caaggcttcc ggacttgcaa 
tcagtgatga atgcaagagg cgtttctata agaactggca 
ttaccaagta ctgcaagaaa tggcaggatg aggatggcaa 
tcagcagcat gaagaagtac tgccaagtca tctgcgtcat 
tgcttcctct gtgccagaag aaggcccacc tgatggagat 
tggctgagaa gctggactgg gctggcgaga ggctcaagca 
tgtttgggca ggatgagatg atcgacgtca tcagggtgac 
gggtcaccag tcattggcac accaagaagc tgccccgcaa 
aggtggcctg tattggggca tggcatcctg ctcgtgtggg 
ggcagaaagg ctaccatcac cgcactgaga tcaacaagat 
accttatcaa ggatggcaag ctgatcaaga acaatgcctc 
acaagagcat caaccctttg ggtggcttcg tccactatgg 
tcatgctgaa aggctgtgtg gtgggaacca agaagtgggt 
tgctggtgca gacaaagcag cgggctctgg agaagattga 
cctccaagtt tggccatggc cgcttccaga ccacggagga 
cactcaagaa agaccgaatt gcaaaggaag aaggagctta 
aactggtggg atctcaataa aagttatttt ccattaaaaa 
gcacatatac accacagaat accatgcagc cataaaaaag 
aggaacatgg atggagttgg aggccattat ccttagcaaa 
caattaccac atgttctcac ttataagtag gagttatatg 
agaagggaac aacacacact ggggtccact tgagggtaga 



gaggccacca 
gactgtcttc 
taaatctaag 
gaagcagctg 
tgcccacacc 
ccaggtgaat 
ccaggtacct 
caagggcaaa 
gacccaccaa 
cttctctgtg 
ctataggatt 
cactgactat 
tgaagtgacc 
gctcaccctc 
ccttaagttc 
gaagaaagca 
atgctgggaa 
aaaaagaaaa 
aatgagatca 
ctgaggcagg 
atgagaacac 
gggtgggagg 



5991 

6051 

6111 

6171 

6231 

6291 

6351 

6411 

6471 

6531 

6591 

6651 

6711 

6771 

6831 

6891 

6951 

7011 

7071 

7131 

7191 

7251 

7260 



<210> 2 

<211> 1449 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1449) 

<223> 

<220> 

<221> misc_feature 
<222> (1)..(167) 

<223> exon 1 



<220> 
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<221> misc_feature 

<222> (168) . - (796) 

<223> exon 2 

<220> 

<221> misc_feature 
<222> (797) . . (1449) 

<223> exon 3 

<400> 2 . _ _^ ™ ma ^4- =,« ran att tac 48 



atg atg aga get cac atg ttt gtt tac aag gaa ctt aaa caa att tac 
Me? Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys Gin lie Tyr 
1 5 10 1:3 

aag aaa aaa acc cat ccc cat caa aaa gtg ggc aaa gga tat aaa cag 
lys Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly Tyr Lys Gin 



20 



85 



gaa ate tgg aaa aaa ctt gag gaa aag gac agg cag ggg gaa gca cag 
Glu He Trp Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 
100 105 11° 

tgg eta caa caa aaa agg cag gaa aca gga aga gag gat ggc age atg 
Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Met 
f _ 12 q 125 



115 



ttq get aaa ggt tct ttg gag att gta ttg gat tec aaa gac aaa acc 
Leu Ala Lys Gly Ser Leu Glu He Val Leu Asp Ser Lys Asp Lys Thr 

!35 140 



130 



caa aag age aat ggt gaa aag aat gaa aaa tgt gag acc aaa gag aaa 
Gin Lyl Sir Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys 
145 * 150 155 160 

aaa aca ate aca gca aag gaa eta tac aca atg atg atg gat aaa aac 
25 Ma lie ?hr Ala Lyf Glu Leu Tyr Thr Met Met Met Asp Lys Asn 
165 I 70 1/b 

ate age ttg att ata atg gat get caa aga atg cag gat tat cag gat 
lie Ser Leu He He Met Asp Ala Gin Arg Met Gin Asp Tyr Gin Asp 
180 185 190 

tec tat att tta cat tct etc agt gtt cct gaa aaa gee ate agt cca 
Ser Cys ill Leu His Ser Leu Ser Val Pro Glu Lys Ala lie Ser Pro 
195 200 205 



96 



144 



192 



aca ctt etc aga gga aga cat tta cgt ggc caa gaa aca tat gaa aaa 
Thr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
35 40 45 

aag etc aca cac gta tat gaa aca act gat ttc aag caa cag cag tat 
Lvs Leu Thr His Val Tyr Glu Thr Thr Asp Phe Lys Gin Gin Gin Tyr 
50 55 60 

tac ttc cat tea ata ctt gga cct gca aac ate aaa aaa gee act gga 240 
Tyr Phe His Ser He Leu Gly Pro Ala Asn He Lys Lys Ala Thr Gly 
65 70 75 80 

gaa act gaa cga etc tct gaa age ctt aaa eta aga tat gaa gaa gtt 
Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 

90 95 



288 



336 



384 



432 



480 



528 



576 



624 
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1 672 



gga gtc act get age tgg att gaa gca cac etc cca gat gat tct ata 
Gly Val Thr Ala Ser Trp He Glu Ala His Leu Pro Asp Asp Ser He 
210 215 220 

oat aca tgg aag aag agg ggg aat gtg gag tat atg gta ctt ctt gac 
Asp ?hr iS Lys Lys Arg Gly Asn Val Glu Tyr Met Val Leu Leu Asp 
225 230 235 

tea ttt agt tct gca aaa gat tta cag att gga aca aca etc tgg cat 
S Phe tar Ser Ala Lys Asp Leu Gin lie Gly Thr Thr Leu Trp His 

c 245 250 

eta aaa gat gca ctt ttc aag tgg gaa aag gga ggc tat aaa aac tgg 
Leu Lys Sp Ala Leu Phe Lys Trp Glu Lys Gly Gly Tyr Lys Asn Trp 
260 265 

ttc ctt tqc tat tec cag tat aca aca aat get aag gtc act cca ccc 
lit ill Cys Tyr Ser Gin Tyr Thr Thr Asn Ala Lys Val Thr Pro Pro 
275 280 285 

rra raa cac cacr aat gaa gag ttg tct ate tea ttg gat ttt act tat 
Pro Gin His til Asn Glu Glu Leu Ser lie Ser Leu Asp Phe Thr Tyr 
290 295 300 

ccc tea ttg gaa gaa tea att cct tct aaa cct get gee gag atg cca 
Pro Ser ill Glu Glu Ser He Pro Ser Lys Pro Ala Ala Glu Met Pro 
305 310 315 

cct cca cct ata aaa gtg gat gaa gac ata gaa ttg ata agt gat caa 
Pro Pro Pro He Lys Val Asp Glu Asp He Glu Leu He Ser Asp Gin 
325 330 J J = 

ata aqt gat aat gat caa aat gag agg aca gga cca ctg aat ata tea 
He Ser Asp Asn Asp Gin Asn Glu Arg Thr Gly Pro Leu Asn He Ser 



340 



345 350 



att cca qtt gaa tea gtt get get tct aaa tct gat gtt tea ccc ate 
ill Pro Val Glu Ser Val Ala Ala Ser Lys Ser Asp Val Ser Pro lie 

360 365 



355 



att caq cca gtg cct age ata aag aat gtt cca cag att gat cat act 
He Gin Pro Val Pro Ser He Lys Asn Val Pro Gin He Asp His Thr 
" 375 380 



370 



aaa aaa ctg gca gtc aaa ttg cct gaa gag cat ata ate aaa tct gaa 
Lys lys III Ala Val Lys Leu Pro Glu Glu His He He Lys Ser Glu 

390 395 ^ UL> 



385 



aat aca aat cat gag caa cag tct cct cag aat gaa aaa gtt att cct 
III Thr Asn His Glu Gin Gin Ser Pro Gin Asn Glu Lys Val lie Pro 
405 410 413 

aat tat tec ace aag cca gta gtt tec tct cca act etc atg tta aca 
Isp Cyl Ser ?hr LyI Pro Val Val Ser Ser Pro Thr Leu Met Leu Thr 
420 425 430 

gat gaa gaa aag get cat att cat gca gaa act get ctt eta atg gag 
Isp Glu Glu Lys Ala His He His Ala Glu Thr Ala Leu Leu Met Glu 
P 435 440 445 

aac aaa caa aaa aaa gaa ctt cag gaa aga cag caa ggg aaa cag 
Lys Asn Tys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin Gly Lys Gin 
y 450 -455 460 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



1392 
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SEQ LIST 886 WO (UBP8rp) .txt 
aaa gaa act gag gag gga aga aca cga gca aaa age caa aaa gaa aca 1440 
Lvs Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin Lys Glu Thr 
465 470 " 475 480 



aga age tga 
Arg Ser 



<210> 3 

<211> 482 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys Gin lie Tyr 
15 10 15 

Lys Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly Tyr Lys Gin 
20 25 30 

Thr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
35 40 45 

Lys Leu Thr His Val Tyr Glu Thr Thr Asp Phe Lys Gin Gin Gin Tyr 
50 55 60 

Tyr Phe His Ser lie Leu Gly Pro Ala Asn lie Lys Lys Ala Thr Gly 
65 70 - 75 80 

Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 
85 90 95 

Glu He Trp Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 
100 105 110 

Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Met 
115 120 125 

Leu Ala Lys Gly Ser Leu Glu He Val Leu Asp Ser Lys Asp Lys Thr 
130 ~ 135 140 

Gin Lys Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys 
145 150 155 160 

Glv Ala He Thr Ala Lys Glu Leu Tyr Thr Met Met Met Asp Lys Asn 
165 170 175 



1449 



He Ser Leu He He Met Asp Ala Gin Arg Met Gin Asp Tyr Gin Asp 
180 * 185 190 
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SEQ LIST 886 WO (UBP8rp).txt 
Ser Cys He Leu His Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro 
195 200 205 

Glv Val Thr Ala Ser Trp He Glu Ala His Leu Pro Asp Asp Ser He 
210 215 220 

Asp Thr Trp Lys Lys Arg Gly Asn Val Glu Tyr Met Val Leu Leu Asp 
225 230 235 240 

Trp Phe Ser Ser Ala Lys Asp Leu Gin He Gly Thr Thr Leu Trp His 
245 250 255 

Leu Lys Asp Ala Leu Phe Lys Trp Glu Lys Gly Gly Tyr Lys Asn Trp 
260 265 270 

Phe Leu Cys Tyr Ser Gin Tyr Thr Thr Asn Ala Lys Val Thr Pro Pro 
275 280 285 

Pro Gin His Gin Asn Glu Glu Leu Ser He Ser Leu Asp Phe Thr Tyr 
290 295 300 

Pro Ser Leu Glu Glu Ser He Pro Ser Lys Pro Ala Ala Glu Met Pro 
305 310 315 320 

Pro Pro Pro He Lys Val Asp Glu Asp He Glu Leu He Ser Asp Gin 
325 330 335 

He Ser Asp Asn Asp Gin Asn Glu Arg Thr Gly Pro Leu Asn He Ser 
340 345 350 

He Pro Val Glu Ser Val Ala Ala Ser Lys Ser Asp Val Ser Pro He 
355 360 365 

He Gin Pro Val Pro Ser He Lys Asn Val Pro Gin He Asp His Thr 
370 375 380 

Lys Lys Leu Ala Val Lys Leu Pro Glu Glu His He He Lys Ser Glu 
385 390 395 400 

Ser Thr Asn His Glu Gin Gin Ser Pro Gin Asn Glu Lys Val lie Pro 
405 410 41b 

Asp Cys Ser Thr Lys Pro Val Val Ser Ser Pro Thr Leu Met Leu Thr 
420 425 430 

Asp Glu Glu Lys Ala His He His Ala Glu Thr Ala Leu Leu Met Glu 
435 440 445 
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SEQ LIST 886 WO (UBP8rp) .txt 
Lys Asn Lys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin Gly Lys Gin 
450 455 460 

V 

Lvs Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin Lys Glu Thr 
465 470 475 480 



Arg Ser 



<210> 4 

<211> 1118 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Pro Ala Val Ala Ser Val Pro Lys Glu Leu Tyr Leu Ser Ser Ser 
1 5 10 15 

Leu Lys Asp Leu Asn Lys Lys .Thr Glu Val Lys Pro Glu Lys lie Ser 
20 25 30 

Thr Lys Ser Tyr Val His Ser Ala Leu Lys lie Phe Lys Thr Ala Glu 
35 40 45 

Glu Cys Arg Leu Asp Arg Asp Glu Glu Arg Ala Tyr Val Leu Tyr Met 
50 " 55 60 

Lvs Tyr Val Thr Val Tyr Asn Leu lie Lys Lys Arg Pro Asp Phe Lys 
65 70 75 80 

Gin Gin Gin Asp Tyr Phe His Ser lie Leu Gly Pro Gly Asn lie Lys 
85 90 95 

Lvs Ala Val Glu Glu Ala Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg 
100 . 105 HO 

Tvr Glu Glu Ala Glu Val Arg Lys Lys Leu Glu Glu Lys Asp Arg Gin 
115 120 125 

Glu Glu Ala Gin Arg Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu 
130 135 140 

Asp Gly Gly Thr Leu Ala Lys Gly Ser Leu Glu Asn Val Leu Asp Ser 
n/ic 1 155 160 

Lvs Asp Lys Thr Gin Lys Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu 
165 170 175 



Thr Lys Glu Lys Gly Ala lie Thr Ala Lys Glu Leu Tyr Thr Met Met 
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SEQ LIST 886 WO (UBP8rp) .txt 
180 185 190 

Thr Asp Lys Asn lie Ser Leu He He Met Asp Ala Arg Arg Met Gin 
195 200 205 

Asp Tyr Gin Asp Ser Cys He Leu His Ser Leu Ser Val Pro Glu Glu 
210 215 220 

Ala He Ser Pro Gly Val Thr Ala Ser Trp He Glu Ala His Leu Pro 
225 230 235 240 

Asp Asp Ser Lys Asp Thr Trp Lys Lys Arg Gly Asn Val Glu Tyr Val 
245 250 255 

Val Leu Leu Asp Trp Phe Ser Ser Ala Lys Asp Leu Gin He Gly Thr 
260 265 270 

Thr Leu Arg Ser Leu Lys Asp Ala Leu Phe Lys Trp Glu Ser Lys Thr 
275 280 285 

Val Leu Arg Asn Glu Pro Leu Val Leu Glu Gly Gly Tyr Glu Asn Trp 
290 295 300 

Leu Leu Cys Tyr Pro Gin Tyr Thr Thr Asn Ala Lys Val Thr Pro Pro 
305 310 315 320 

Pro Arg Arg Gin Asn Glu Glu Val Ser He Ser Leu Asp Phe Thr Tyr 
325 330 335 

Pro Ser Leu Glu Glu Ser He Pro Ser Lys Pro Ala Ala Gin Thr Pro 
340 345 350 

Pro Ala Ser He Glu Val Asp Glu Asn He Glu Leu He Ser Gly Gin 
355 360 365 

Asn Glu Arg Met Gly Pro Leu Asn He Ser Thr Pro Val Glu Pro Val 
370 375 380 

Ala Ala Ser Lys Ser Asp Val Ser Pro He He Gin Pro Val Pro Ser 
385 390 395 400 

He Lys Asn Val Pro Gin He Asp Arg Thr Lys Lys Pro Ala Val Lys 
405 410 415 

Leu Pro Glu Glu His Arg He Lys Ser Glu Ser Thr Asn His Glu Gin 
420 425 430 

Gin Ser Pro Gin Ser Gly Lys Val He Pro Asp Arg Ser Thr Lys Pro 
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SEQ LIST 886 WO (UBP8rp) .txt 
435 440 445 

Val Val Phe Ser Pro Thr Leu Met Leu Thr Asp Glu Glu Lys Ala Arg 
450 455 460 

lie His Ala Glu Thr Ala Leu Leu Met Glu Lys Asn Lys Gin Glu Lys 
465 470 475 480 

Glu Leu Arg Glu Arg Gin Gin Glu Glu Gin Lys Glu Lys Leu Arg Lys 
485 490 495 

Glu Glu Gin Glu Gin Lys Ala Lys Lys Lys Gin Glu Ala Glu Glu Asn 
500 505 510 

Glu lie Thr Glu Lys Gin Gin Lys Ala Lys Glu Glu Met Glu Lys Lys 
515 520 525 

Glu Ser Glu Gin Ala Lys Lys Glu Asp Lys Glu Thr Ser Ala Lys Arg 
530 535 540 

Gly Lys Glu lie Thr Gly Val Lys Arg Gin Ser Lys Ser Glu His Glu 
545 550 555 560 

Thr Ser Asp Ala Lys Lys Ser Val Glu Asp Arg Gly Lys Arg Cys Pro 
565 570 575 

Thr Pro Glu He Gin Lys Lys Ser Thr Gly Asp Val Pro His Thr Ser 
580 585 590 

Val Thr Gly Asp Ser Gly Ser Gly Lys Pro Phe Lys He Lys Gly Gin 
595 600 605 

Pro Glu Ser Gly He Leu Arg Thr Gly Thr Phe Arg Glu Asp Thr Asp 
610 615 620 

Asp Thr Glu Arg Asn Lys Ala Gin Arg Glu Pro Leu Thr Arg Ala Arg 
625 " 630 635 640 

Ser Glu Glu Met Gly Arg He Val Pro Gly Leu Pro Ser Gly Trp Ala 
645 650 655 

Lys Phe Leu Asp Pro He Thr Gly Thr Phe Arg Tyr Tyr His Ser Pro 
660 665 670 

Thr Asn Thr Val His Met Tyr Pro Pro Glu Met Ala Pro Ser Ser Ala 
675 680 685 

Pro Pro Ser Thr Pro Pro Thr His Lys Ala Lys Pro Gin He Pro Ala 
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SEQ LIST 886 WO (UBP8rp) -txt 
690 695 700 

Glu Arg Asp Arg Glu Pro Ser Lys Leu Lys Arg Ser Tyr Ser Ser Pro 
705 710 715 720 

Asp lie Thr Gin Ala lie Gin Glu Glu Glu Lys Arg Lys Pro Thr Val 
725 730 735 

Thr Pro Thr Val Asn Arg Glu Asn Lys Pro Thr Cys Tyr Pro Lys Ala 
740 745 750 

Glu He Ser Arg Leu Ser Ala Ser Gin He Arg Asn Leu Asn Pro Val 
755 ~ 760 765 

Phe Gly Gly Ser Gly Pro Ala Leu Thr Gly Leu Arg Asn Leu Gly Asn 
770 ' ^ 775 780 

Thr Cvs Tyr Met Asn Ser He Leu Gin Cys Leu Cys Asn Ala Pro His 
785 790 795 800 

Leu Ala Asp Tyr Phe Asn Arg Asn Cys Tyr Gin Asp Asp He Asn Arg 
805 ' 810 815 

Ser Asn Leu Leu Gly His Lys Gly Glu Val Ala Glu Glu Phe Gly He 
820 ~ 825 830 

He Met Lys Ala Leu Trp Thr Gly Gin Tyr Arg Tyr He Ser Pro Lys 
835 840 845 

Asp Phe Lys He Thr He Gly Lys He Asn Asp Gin Phe Ala Gly Tyr 
850 855 860 

Ser Gin Gin Asp Ser Gin Glu Leu Leu Leu Phe Leu Met Asp Gly Leu 
865 * 870 875 880 

His Glu Asp Leu Asn Lys Ala Asp Asn Arg Lys Arg Tyr Lys Glu Glu 
885 890 895 

Asn Asn Asp His Leu Asp Asp Phe Lys Ala Ala Glu His Ala Trp Gin 
900 905 910 

Lvs His Lys Gin Leu Asn Glu Ser He He Val Ala Leu Phe Gin Gly 
915 920 925 

Gin Phe Lys. Ser Thr Val Gin Cys Leu Thr Cys His Lys Lys Ser Arg 
930 935 940 

Thr Phe Glu Ala Phe Met Tyr Leu Ser Leu Pro Leu Ala Ser Thr Ser 
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SEQ LIST 886 WO (UBP8rp) .txt 
945 950 955 960 

Lys Cys Thr Leu Gin Asp Cys Leu Arg Leu Phe Ser Lys Glu Glu Lys 

Leu Thr Asp Asn Asn Arg Phe Tyr Cys Ser His Cys Arg Ala Arg Arg 
980 985 990 

As P Ser Leu Lys Lys He Glu He Trp Lys Leu Pro Pro Val Leu Leu 
995 1000 luu:) 

Val His Leu Lys Arg Phe Ser Tyr Asp Gly Arg Trp Lys Gin Lys 
1010 1015 1020 

Leu Gin Thr Ser Val Asp Phe Pro Leu Glu Asn Leu Asp Leu Ser 
1025 1030 1035 

Gin Tyr Val He Gly Pro Lys Asn Asn Leu Lys Lys Tyr Asn Leu 
1040 1045 1050 

Phe Ser Val Ser Asn His Tyr Gly Gly Leu Asp Gly Gly His Tyr 
1055 1060 1065 

Thr Ala Tyr Cys Lys Asn Ala Ala Arg Gin Arg Trp Phe Lys Phe 
1070 ~ 1075 1080 

Asp Asp His Glu Val Ser Asp lie Ser Val Ser Ser Val Lys Ser 
1085 1090 1095 

Ser Ala Ala Tyr He Leu Phe Tyr Thr Ser Leu Gly Pro Arg Val 
1100 H05 1110 

Thr Asp Val Ala Thr 
1115 

<210> 5 

<211> 29 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 5 29 
atgatgagag ctcacatgtt tgtttacaa 

<210> 6 

<211> 24 

<212> DNA 

<213> Artificial 
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SEQ LIST 886 WO (UBP8rp) .txt 

<220> 

<223> /note="Description of artificial sequence: primer 
<400> 6 

tttcaagaat tgtgttgctg agcc 24 

<210> 7 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> /note=" Description of artificial sequence: primer" 



<400> 7 

gctcacatgt ttgtttacaa ggaacttaaa 



30 



<210> 8 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> /note=" Description of artificial sequence: primer" 

<400> 8 

tgcctacatc agttactcat ggtccc 



<210> 9 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 9 

gtttgtttac aaggaactta aa 



<210> 10 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 10 

gatttcaagc aacagcagt 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note^Description of artificial sequence: primer" 



<400> li 
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gaaagatgca cttttcaagt 



SEQ LIST 886 WO (UBP8rp) .txt 



20 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 12 

aagagttgtc tatctcattg ga 



22 



<210> 13 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 13 

gaccatgagt aactgatgta gg 



22 



<210> 14 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> /note=" Description of artificial sequence: primer 11 
<400> 14 

catggtccca aagaagtat 



19 



<210> 15 

<211> 17 

<212> DNA 

<213> Artificial 



<220> 
<223> 



/note="Description of artificial sequence: primer' 



<400> 15 

aaaccaccgc tgttttg 



17 



<210> 16 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 
<223> 



/note="Description of artificial sequence: primer" 



<400> 16 

tgaccttagc atttgttgta t 



21 



<210> 17 
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SEQ LIST 886 WO (UBP8rp) .txt 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note=" Description of artificial sequence: primer" 
<400> 17 

cttgaaaagt gcatctttca 



<210> 18 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 18 

ctgcctgtcc ttttcctc 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 
<223> 



/note="Description of artificial sequence: primer 1 



<400> 19 

gtgtgagctt tttttcatat g 



21 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 20 

cgtaaatgtc ttcctctgag 20 



<210> 21 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 21 

aagtgataat gatcaaaatg agaggacagg 30 



<210> 22 

<211> 24 

<212> DNA 

<213> Artificial 
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SEQ LIST 886 WO (UBP8rp) .txt 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 22 

tgttccacca agccagtagt ttcc 24 

<210> 23 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 23 

acatcaaaaa agccactgg 19 

<210> 24 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 24 

cactgctagc tggattgaa 19 

<210> 25 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 25 

cctcccagat gattctatag at 22 

<210> 26 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 26 

cacctataaa agtggatgaa ga 22 

<210> 27 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> /note=" Description of artificial sequence: primer" 



<400> 27 
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SEQ LIST 886 WO (UBP8rp) .txt 
cagtagtttc ctctccaact c 21 

<210> 28 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 28 

gaggagggaa gaacacgag 19 

<210> 29 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 29 

gatacttaaa gaaataaaac tcaacg 26 

<210> 30 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 30 

ttccaaactg aaatgctct 19 

<210> 31 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 31 

tgcccttctt tgctgag 17 

<210> 32 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 32 

tgactgccag ttttttagta tg 22 



<210> 33 
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SEQ LIST 886 WO (UBP8rp) .txt 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note-"Description of artificial sequence: primer' 
<400> 33 

atctttcaga tgccagagt 



<210> 34 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer' 

<400> 34 

cctttagcca acatgctg 10 



<210> 35 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer 

<400> 35 

tcgttcagtt tctccagtg iy 

<210> 36 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 36 

cgagatgcca cctccaccta ta 22 



<210> 37 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> /note="Description of artificial sequence: primer 
<400> 37 

tcagtggtcc tgtcctctca ttt 



23 



<210> 38 

<211> 23 

<212> DNA 

<213> Artificial 
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SEQ LIST 886 WO (UBP8rp) .txt 

<220> 

<223> /note=" Description of artificial sequence: primer" 
<400> 38 

tgatcaaata agtgataatg ate 23 

<210> 39 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 39 

aattgatata ttcagtggtc ctgtcc 26 

<210> 40 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 40 

egagatgeca cctccaccta t 21 

<210> 41 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 41 

tctcattttg atcattatca c 21 

<210> 42 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 42 

agacaageca acatgetae ^ 



<210> 43 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> /note*=" Description of artificial sequence: primer" 



<400> 43 
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SEQ LIST 886 WO (UBP8rp) -txt 

tggtgacttt aaggtctttt g 

<210> 44 

<211> 20 

<212> DNA 

<213> Artificial 

<220> it 

<223> /note="Description of artificial sequence: primer" 

<400> 44 20 
ctcacccgtc acaaaaagtc 

<210> 45 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer 

<400> 45 20 
gcttcttgcc atcctcatcc 

<210> 46 

<211> 19 

<212> DNA 

<213> Artificial 

<220> „ 

<223> /note="Description of artificial sequence: primer 

<400> 46 19 
cctgtgcttt tagtgcatc 

<210> 47 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 47 20 
gctgaagatt tcacagaaga 

<210> 48 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 48 22 
ctttcgtgaa acttagaact ca 



<210> 49 
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SEQ LIST 886 WO (UBP8rp) .txt 

<211> 20 

<212> DNA 

<213> Artificial 



<223> /note="Description of artificial sequence: primer" 
<400> 49 

cattgtggct ttgatttaca 



<210> 50 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer 

<400> 50 20 
gaaacaatag atgctggtga 



<210> 51 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 51 15 
actgatggac atttg 



<210> 52 

<211> 1661 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1455) 

<223> 

<220> 

<221> misc_feature 

<223> First splice variant of allele A9 . 1 



atg atg aga get cac atg ttt gtt tac aag gaa ctt aaa caa att tac 48 
Me? Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys Gin lie Tyr 
1 5 10 " 



aaa acc cat ccc cat caa aaa gtg ggc aaa gga tat aaa cag 96 



Lyl Lys Lys Thr His Pro 5is Gin Lys Val Gly Lys Gly Tyr Lys Gin 
20 25 30 

aca ctt etc aga gga aga cat tta cgt ggc caa gaa aca tat gaa aaa 
?hr Leu Leu A?g Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
35 40 45 

aag etc aca cac gta tat gaa aca cct gat ttc aag caa cag cag gat 



144 



192 
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Lvs Leu Thr His Val Tyr Glu Thr Pro Asp Phe Lys Gin Gin Gin Asp 

55 60 



50 



210 



gat aca tgg aag aag agg ggg aat gtg gag tat atg gta ctt ctt gac 
Asp Thr Trp Lys Lys Arg Gly Asn Val Glu Tyr Met Val Leu Leu Asp 

230 235 240 



240 



288 



336 



384 



432 



tgc ttc cgt tea ata ctt gga cct gca aac ate aaa aaa gec act gga 
lis Phe Arg Ser lie Leu Gly Pro Ala Asn He Lys Lys Ala Thr Gly 
65 70 75 80 

gaa act gaa cga etc tct gaa age ctt aaa eta aga tat gaa gaa gtt 
Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 
85 90 95 

gaa ate tgg aaa aaa ctt gag gaa aag gac agg cag ggg gaa gca cag 
Glu lie Trp Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 
100 105 HO 

tgg eta caa caa aaa agg cag gaa aca gga aga gag gat ggc age acg 
Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Thr 
115 120 125 

ttg get aaa gat tct ttg gag att gta ttg gat tec aaa gac aaa ace 
Leu Ala Lys Asp Ser Leu Glu He Val Leu Asp Ser Lys Asp Lys Thr 
130 " 135 140 

caa aag age aat ggt gaa aag aat gaa aaa tgt gag acc aaa gag aaa 480 
Gin Lys Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys 
145 150 155 160 

gga gca ate aca gca aag gaa eta tac aca atg atg atg gat aaa aac 
Gly Ala He Thr Ala Lys Glu Leu Tyr Thr Met Met Met Asp Lys Asn 
y 165 170 175 

ate age ttg att ata atg cat get caa aga atg cag tat tat cag gat 
He Ser Leu He He Met His Ala Gin Arg Met Gin Tyr Tyr Gin Asp 
180 185 190 

tec tgt att tta cat tct etc agt gtt cct gaa aaa gee ate agt cca 
Ser Cvs He Leu His Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro 
y 195 200 205 

gga gtc act get age tgg att gaa gca cac etc cca gat gat tct ata 
Glv Val Thr Ala Ser Trp He Glu Ala His Leu Pro Asp Asp Ser He 

215 220 



528 



576 



624 



672 



720 



225 

tgg ttt agt tct gca aaa gat tta cag att gga aca aca etc tgg cat 7 68 

Trp Phe Ser Ser Ala Lys Asp Leu Gin He Gly Thr Thr Leu Trp His 
245 250 255 

eta aaa gat gca ctt ttc aag tgg gaa aag gga ggc tat aaa aac tgg 
Leu Lys Asp Ala Leu Phe Lys Trp Glu Lys Gly Gly Tyr Lys Asn Trp 
260 265 270 

ttc ttt tgc tat tec cag tat aca aca aat get aag gtc act cca ccc 
Phe Phe Cys Tyr Ser Gin Tyr Thr Thr Asn Ala Lys Val Thr Pro Pro 
275 280 285 

cca caa cac cag aat gaa gag ttg tct ate tea ttg gat ttt act tat 
Pro Gin His Gin Asn Glu Glu Leu Ser He Ser Leu Asp Phe Thr Tyr 
290 295 300 

ccc tea ttg gaa gaa tea att cct tct aaa cct get gee gag atg cca 



816 



864 



912 



960 
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SEQ LIST 886 WO (UBP8rp) -txt 
Pro Ser Leu Glu Glu Ser He Pro Ser Lys Pro Ala Ala Glu Met Pro 
305 310 315 W 

cct cca cct ata gaa gtg gat gaa gac ata gaa ttg ata agt gat caa 
Pro Pro Pro III Glu Val Asp Glu Asp He Glu Leu lie Ser Asp Gin 
325 330 335 

Ata acrt aat aat gat caa aat gag agg aca gga cca ctg aat ata tea 
lie tlr lit Asn L P Gin Asn Glu Arg Thr Gly Pro Leu Asn He Ser 
340 345 

att cca gtt gaa tea gtt get get tct aaa tct gat gtt tea ccc ate 
Se Pro Val Glu Ser Val Ala Ala Ser Lys Ser Asp Val Ser Pro He 
355 360 365 

att cag cca gtg cct age ata aag aat gtt cca cag att gat cat act 
lie Gin Pro Val Pro Ser He Lys Asn Val Pro Gin He Asp Hn.s Thr 
370 375 380 

aaa aaa ctg gca gtc aaa ttg cct gaa gag cat ata ate aaa tct gaa 
Lys Lys Leu Ala Val Lys Leu Pro Glu Glu His He He Lys Ser Glu 
385 390 395 40U 

agt aca aat cat gag caa cag tct cct cag aat gaa aaa gtt att cct 
Ser Thr Asn His Glu Gin Gin Ser Pro Gin Asn Glu Lys Val He Pro 
405 410 415 

qat tgt tec gec aag cca gta gtt tec tct cca act etc atg tta aca 
Asp lys Ser Ala LyI Pro Val Val Ser Ser Pro Thr Leu Met Leu Thr 
420 425 430 

aat gaa gaa aag get cat att cat gca gaa act get ctt eta atg gag 
Isp Glu Glu Lys Ala His He His Ala Glu Thr Ala Leu Leu Met Glu 
435 440 445 

aaa aac aaa caa gaa aaa gaa ctt cag gaa aga cag caa ggg aaa cag • 
Lys Asn Lys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin Gly Lys Gin 
450 455 460 

aaa gaa act gag gag gga aga aca cga gca aaa age caa aaa gaa aca 
Lys Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin Lys Glu Thr 
465 470 475 480 

aga age tgc aga aaa tgaaattaca cagaagcaac aaaaagcaaa agaagaaatg 
Arg Ser Cys Arg Lys 
485 

gagaagaaag aacgtgaaca ggccaagaaa gaggataaag aaatctcagc aaagaagggc 
aaagaaataa caagagtaaa aagacaaagt aaaagtgatc atgaaacctc tggtgccgag 
aagtctgtag aggacagggg gagaagatgt tcaaccccag aagtac 



1008 

1056 

1104 

1152 

1200 

1248 

1296 

1344 

1392 

1440 

1495 

1555 

1615 

1661 
i 



<210> 53 

<211> 485 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Met Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys Gin He Tyr 
1 5 10 15 
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s Gin Lys 
20 25 



Lys Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly Tyr Lys Gin 



Thr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
35 ' 40 45 

Lvs Leu Thr His Val Tyr Glu Thr Pro Asp Phe Lys Gin Gin Gin Asp 
50 55 60 

Cys Phe Arg Ser He Leu Gly Pro Ala Asn He Lys Lys Ala Thr Gly 
65 ~ ™ 75 80 

Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 
85 90 95 

Glu He Trp Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 
100 105 HO 

Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Thr 
115 120 125 

Leu Ala Lys Asp Ser Leu Glu He Val Leu Asp Ser Lys Asp Lys Thr 
130 135 140 

Gin Lys Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys 
145 150 155 160 

Glv Ala He Thr Ala Lys Glu Leu Tyr Thr Met Met Met Asp Lys Asn 
165 170 175 

He Ser Leu He He Met His Ala Gin Arg Met Gin Tyr Tyr Gin Asp 
180 185 190 

Ser Cvs He Leu His Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro 
Y 195 200 205 

Glv Val Thr Ala Ser Trp He Glu Ala His Leu Pro Asp Asp Ser He 
210 215 220 

Asp Thr Trp Lys Lys Arg Gly Asn Val Glu Tyr Met Val Leu Leu Asp 
225 230 235 240 

Trp Phe Ser Ser Ala Lys Asp Leu Gin He Gly Thr Thr Leu Trp His 
* 245 250 255 ' 

Leu Lys Asp Ala Leu Phe Lys Trp Glu Lys Gly Gly Tyr Lys Asn Trp 
260 265 2/ 0 
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Phe Phe Cys Tyr Ser Gin Tyr Thr Thr Asn Ala Lys Val Thr Pro Pro 
275 280 285 

Pro Gin His Gin Asn Glu Glu Leu Ser He Ser Leu Asp Phe Thr Tyr 
290 295 300 

Pro Ser Leu Glu Glu Ser He Pro Ser Lys Pro Ala Ala Glu Met Pro 
305 310 315 320 

Pro Pro Pro He Glu Val Asp Glu Asp He Glu Leu He Ser Asp Gin 
325 330 335 

He Ser Asp Asn Asp Gin Asn Glu Arg Thr Gly Pro Leu Asn He Ser 
340 345 350 

He Pro Val Glu Ser Val Ala Ala Ser Lys Ser Asp Val Ser Pro He 
355 360 365 

He Gin Pro Val Pro Ser He Lys Asn Val Pro Gin He Asp His Thr 
370. 375 380 

Lys Lys Leu Ala Val Lys Leu Pro Glu Glu His He He Lys Ser Glu 
385 390 395 400 

Ser Thr Asn His Glu Gin Gin Ser Pro Gin Asn Glu Lys Val He Pro 
405 410 415 

Asp Cys Ser Ala Lys Pro Val Val Ser Ser Pro Thr Leu Met Leu Thr 
420 425 430 

Asp Glu Glu Lys Ala His He His Ala Glu Thr Ala Leu Leu Met Glu 
435 440 445 

Lvs Asn Lys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin Gly Lys Gin 
450 455 460 

Lys Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin Lys Glu Thr 
465 470 475 480 

Arg Ser Cys Arg Lys 
485 



<210> 54 

<211> 1735 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
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SEQ LIST 886 WO (UBP8rp) .txt 
<223> Second splice variant of allele A9.1 

atgatgagag ctcacatgtt tgtttacaag gaacttaaac aaatttacaa gaaaaaaacc 
catccccatc aaaaagtggg caaaggatat aaacagacac ttctcagagg aagacattta 
cgtggccaag aaacatatga aaaaaagctc acacacgtat atgaaacgtg actgtttata 
atcctatcca aaaaagacct gatttcaagc aacagcagga ttgcttccgt tcaatacttg 
gacctgattt caagcaacag caggattgct tccgttcaat acttggacct gcaaacatca 
aaaaagccac tggagaaact gaacgactct ctgaaagcct taaactaaga tatgaagaag 
ttgaaatctg gaaaaaactt gaggaaaagg acaggcaggg ggaagcacag tggctacaac 
aaaaaaggca ggaaacagga agagaggatg gcagcacgtt ggctaaagat tctttggaga 
ttgtattgga ttccaaagac aaaacccaaa agagcaatgg tgaaaagaat gaaaaatgtg 
agaccaaaga gaaaggagca atcacagcaa aggaactata cacaatgatg atggataaaa 
acatcagctt gattataatg catgctcaaa gaatgcagta ttatcaggat tcctgtattt 
tacattctct cagtgttcct gaaaaagcca tcagtccagg agtcactgct agctggattg 
aagcacacct cccagatgat tctatagata catggaagaa gagggggaat gtggagtata 
tggtacttct tgactggttt agttctgcaa aagatttaca gattggaaca acactctggc 
atctgaaaga tgcacttttc aagtgggaaa agggaggcta taaaaactgg ttcttttgct 
attcccagta tacaacaaat gctaaggtca ctccaccccc acaacaccag aatgaagagt 
tgtctatctc attggatttt acttatccct cattggaaga atcaattcct tctaaacctg 
ctgccgagat gccacctcca cctatagaag tggatgaaga catagaattg ataagtgatc 
aaataagtga taatgatcaa aatgagagga caggaccact gaatatatca attccagttg 
aatcagttgc tgcttctaaa tctgatgttt cacccatcat tcagccagtg cctagcataa 
agaatgttcc acagattgat catactaaaa aactggcagt caaattgcct gaagagcata 
taatcaaatc tgaaagtaca aatcatgagc aacagtctcc tcagaatgaa aaagttattc 
ctgattgttc cgccaagcca gtagtttcct ctccaactct catgttaaca gatgaagaaa 
aggctcatat tcatgcagaa actgctcttc taatggagaa aaacaaacaa i gaaaaagaac 
ttcaggaaag acagcaaggg aaacagaaag aaactgagga gggaagaaca ' cgagcaaaaa 
gccaaaaaga aacaagaagc tgcagaaaat gaaattacac agaagcaaca aaaagcaaaa 
gaagaaatgg agaagaaaga acgtgaacag gccaagaaag aggataaaga aatctcagca 
aagaagggca aagaaataac aagagtaaaa agacaaagta aaagtgatca tgaaacctct 
ggtgccgaga agtctgtaga ggacaggggg agaagatgtt caaccccaga agtac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1735 
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<211> 1238 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Third splice variant of allele Ay.i 
<220> 

<221> CDS 
<222> (1)..(1032) 
<223> 

<400> 55 . ^ — aag gaa ctt aaa caa att tac 48 

Lys Glu Leu Lys Gin lie 
10 15 



ata atg aga get cac atg ttt gtt tac aag gaa ctt aaa caa att tac 
Met Me? A?g Ala His Me? Phe Val Tyr Lys Glu Leu Lys Gin lie Tyr 
1 5 1° 13 

aaa aaa aaa acc cat ccc cat caa aaa gtg ggc aaa gga tat aaa cag 
lyl Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly Tyr Lys Gin 
20 25 JU 

aca ctt etc aga gga aga cat tta cgt ggc caa gaa aca tat gaa aaa 
T nr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
* 35 40 45 

aag etc aca cac gta tat gaa aca cct gat ttc aag caa cag cag gat 
Lyl Leu Thr His Val Tyr Glu Thr Pro Asp Phe Lys Gin Gin Gin Asp 
50 55 60 



tgc ttc cgt tea ata ctt gga cct gca aac ate aaa aaa gec act gga 
Cys Phe Arg Ser lie Leu Gly Pro Ala Asn lie Lys Lys Ala Thr Gly 
65 ™ 75 80 

gaa act gaa cga etc tct gaa age ctt aaa eta aga tat gaa gaa gtt 
Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 
85 90 95 

gaa ate tgg aaa aaa ctt gag gaa aag gac agg cag ggg gaa gca cag 
Glu He Tr P Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 

105 ±xU 



100 



taa eta caa caa aaa agg cag gaa aca gga aga gag gat ggc age acg 
Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Thr 

120 125 



115 



tta get aaa gat tct ttg gag att gta ttg gat tec aaa gac aaa acc 
III Ala Lys Asp Ser Leu Glu lie Val Leu Asp Ser Lys Asp Lys Thr 
130 135 14° 

caa aag age aat ggt gaa aag aat gaa aaa tgt gag acc aaa gag aaa 
Gin Lys Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lys Glu Lys 
145 150 155 J-t>u 

aaa gca ate aca gca aag gaa eta tac aca atg atg atg gat aaa aac 
Gly Ala lie Thr Ala Lyl Glu Leu Tyr Thr Met Met Met Asp Lys Asn 
J - ~- 17 0 1 ' ~> 



165 



ate aac ttg att ata atg cat get caa aga atg cag tat tat cag gat 
lie ter Leu lie lie Me? His Ala Gin Arg Met Gin Tyr Tyr Gin Asp 
180 185 190 

tec tgt att tta cat tct etc agt gtt cct gaa aaa gec ate agt cca 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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Ser Cys He Leu His Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro 

Ify fal S & E S S E E K 2 i S 5 Ser £ 
210 215 Z2U 



js s s s s 5 s =s «2 ffl | a « - - i 

225 230 235 

1-aa ttt aat tct gca aaa gat tta cag att gga aca aca etc tgg cat 
S Phe 12 Ser Ala Lys Asp Leu Gin He Gly Thr Thr Leu Trp Hi. 

245 250 255 

aaa crai- oca ctt ttc aag tgg gaa aag tct cct cag aat gaa aaa 
til Lys 1st SS Leu Pne Lys T?p Glu Lys Ser Pro Gin Asn Glu Lys 
260 265 

att att cct gat- tgt tec gec aag cca gta gtt tec tct cca act etc 
?S Se Pro Asp Cys Ser Ila Lys Pro Val Val Ser Ser Pro Thr Leu 



=( .„ aca aat a aa qaa aag get cat att cat gca gaa act get ctt 
Me? ieu ?hr Isp SS Slu Lys lla His He His Ala Glu Thr Ala Leu 
290 295 300 

eta atg gag aaa aac aaa caa gaa aaa gaa ctt cag gaa aga cag caa 
Leu Me? SS Lys Asn Lys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin 
305 310 

ggg aaa cag aaa gaa act gag gag gga aga aca cga gca aaa age caa 
Gly Lys Gin Lys Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin 

325 330 
aaa gaa aca aga age tgc aga aaa tgaaattaca cagaagcaac aaaaagcaaa 
Lys Glu Thr Arg Ser Cys Arg Lys 
340 

agaagaaatg gagaagaaag aacgtgaaca ggccaagaaa gaggataaag aaatctcagc 
aaagaagggc aaagaaataa caagagtaaa aagacaaagt aaaagtgatc atgaaacctc 
tggtgccgag aagtctgtag aggacagggg gagaagatgt tcaaccccag aagtac 

<210> 56 

<211> 344 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Met Met Arg Ala His Met Phe Val Tyr Lys Glu Leu Lys Gin lie Tyr 
1 5 10 1D 

Lys Lys Lys Thr His Pro His Gin Lys Val Gly Lys Gly Tyr Lys Gin 
20 25 JU 

Thr Leu Leu Arg Gly Arg His Leu Arg Gly Gin Glu Thr Tyr Glu Lys 
35 40 



672 

720 

768 

816 
864 
912 
960 

1008 

1062 

1122 
1182 
1238 
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Lys Leu Thr His Val Tyr Glu Thr Pro Asp Phe Lys Gin Gin Gin Asp 



50 



55 



cys Phe Arg Ser lie Leu Gly Pro Ala Asn lie Lys Lys Ala Thr Gly 
65 70 75 s 

Glu Thr Glu Arg Leu Ser Glu Ser Leu Lys Leu Arg Tyr Glu Glu Val 
85 yu 

i 

Glu lie Trp Lys Lys Leu Glu Glu Lys Asp Arg Gin Gly Glu Ala Gin 
100 1Ub 

Trp Leu Gin Gin Lys Arg Gin Glu Thr Gly Arg Glu Asp Gly Ser Thr 
L eu Ala Lys Asp Ser Leu Glu He Val Leu Asp Ser Lys As]? Lys Thr 



Gin Lys 
145 



130 135 

Ser Asn Gly Glu Lys Asn Glu Lys Cys Glu Thr Lyjs Glu Lys 



150 



155 



Gly Ala He Thr Ala Lys Glu Leu Tyr Thr Met Met Met Asp Ly| Asn 
lie Ser Leu He He Met His Ala Gin Arg Met Gin Tyr Tyr Gin Asp 



180 



Ser Cys He Leu His Ser Leu Ser Val Pro Glu Lys Ala He Ser Pro 



195 



200 



Gly Val Thr Ala Ser Trp lie Glu Ala His Leu Pro Asp Asp Ser He 



210 



r1 ._ Aetn val Glu Tyr Met Val Leu Leu Asp 
Asp Thr Trp Lys Lys Arg Gly Asn vax bxu xy* ^ 



225 



230 



Trp Phe Ser Ser Ala Lys Asp Leu Gin lie Gly Thr Thr Leu Trp His 



245 



Leu Lys Asp 



Ala Leu Phe Lys Trp Glu Lys Ser Pro Gin Asn Glu Lys 



260 



265 



Val He Pro Asp Cys Ser Ala Lys Pro Val Val Ser Ser Pro Thr Leu 



275 



Met Leu Thr Asp 
290 



280 



Glu Glu Lys Ala His He His Ala Glu Thr: Ala Leu 
295 300 
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Leu Met Glu Lys Asn Lys Gin Glu Lys Glu Leu Gin Glu Arg Gin Gin 
305 310 

Gly Lys Gin Lys Glu Thr Glu Glu Gly Arg Thr Arg Ala Lys Ser Gin 
325 330 J:JO 



Lys Glu Thr Arg Ser Cys Arg Lys 
340 



<210> 57 

<211> 13 

<212> PRT 

<213> Artificial 

<220> 

<223> Immunigenic peptide 

<400> 57 

Gin lie Ser Asp Asn Asp Gin Asn Glu Arg Thr Gly 
1 5 10 



<210> 58 

<211> 18 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 58 18 
gccacagcag gcatgatg 



<210> 59 

<211> 15 

<212> DNA 

<213> Artificial 



<223> /note="Description of artificial sequence: primer" 

<400> 59 15 
caagtgcttc tttcc 



<210> 60 

<211> 20 

<212> DNA 

<213> Artificial 



<223> /note="Description of artificial sequence: primer" 

<400> 60 20 
tgcccatctc ccaagaactc 



<210> 61 
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<211> 23 

<212> DNA 

<213> Artificial 



<223> /no te=" Description of artificial sequence: primer 
<400> 61 

atgaaggaga acttccccaa ctt 



<210> 62 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> /note="Description of artificial sequence: primer" 

<400> 62 18 
cttagtgcct gtgacaaa 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial 

<220> t , 

<223> /note="Description of artificial sequence: primer 

<400> 63 20 
caaagacgtc ggcgaggtaa 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> /note="Description of artificial sequence: primer" 
<400> 64 

gtcatcctgg agatcgacaa 



20 



<210> 65 

<211> 17 

<212> DNA 

<213> Artificial 



<220> „ 
<223> /note-"Description of artificial sequence: primer 

<400> 65 

gccaggctgg ctgcgga 



17 



<210> 66 

<211> 20 

<212> DNA 

<213> Artificial 
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<223> /note="Description of artificial sequence: primer" 

<400> 66 20 
gggccagctc attctcatac 

<210> 67 

<211> 26 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 67 26 
agatgaggtc tcacttatca ggctgg 

<210> 68 

<211> 27 

<212> DNA 

<213> Artificial 

<223> /note-"Description of artificial sequence: primer" 

<400> 68 27 
tctgtacttc tggggttgaa catcttc 

<210> 69 

<211> 23 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 69 23 
catgatgaga gctcacatgt ttg 

<210> 70 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 70 19 
gccactggag aaactgaac 

<210> 71 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 71 
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gcaatcacag caaaggaac 

<210> 72 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 72 19 
tttggtttta gagggaggc 

<210> 73 

<211> 20 

<212> DNA 

<213> Artificial 

<223> /note-" Description of artificial sequence: primer" 

<400> 73 20 
taaatctgat gtttcaccca 

<210> 74 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 74 !9 
gttcctttgc tgtgattgc 

<210> 75 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 75 19 
acatcaaaaa agccactgg 

<210> 76 

<211> 19 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 76 19 
tcgttcagtt tctccagtg 

<210> 77 
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<211> 20 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 77 20 
gaaagatgca cttttcaagt 

<210> 78 

<211> 33 

<212> DNA 

<213> Artificial 

<223> /note="Description of artificial sequence: primer" 

<400> 78 33 
gatagatctg tacttctggg gttgaacatc ttc 

<210> 79 

<211> 31 

<212> DNA 

<213> Artificial 

<220> • i 

<223> /note-"Description of artificial sequence: primer" 



<400> 79 

tctggatcca tgatgagagc tcacatgttt g 



31 



